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<210> 1 
<211> 317 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Val Arg Ala Arg His Gin Pro Gly Gly Leu Cys Leu Leu Leu Leu 

15 10 15 

Leu Leu Cys Gin Phe Met Glu Asp Arg Ser Ala Gin Ala Gly Asn Cys 

20 25 30 

Trp Leu Arg Gin Ala Lys Asn Gly Arg Cys Gin Val Leu Tyr Lys Thr 

35 40 45 

Glu Leu Ser Lys Glu Glu Cys Cys Ser Thr Gly Arg Leu Ser Thr Ser 

50 55 60 

Trp Thr Glu Glu Asp Val Asn Asp Asn Thr Leu Phe Lys Trp Met lie 
65 70 75 80 

Phe Asn Gly Gly Ala Pro Asn Cys lie Pro Cys Lys Glu Thr Cys Glu 

85 90 95 

Asn Val Asp Cys Gly Pro Gly Lys Lys Cys Arg Met Asn Lys Lys Asn 

100 105 110 

Lys Pro Arg Cys Val Cys Ala Pro Asp Cys Ser Asn lie Thr Trp Lys 

115 120 125 

Gly Pro Val Cys Gly Leu Asp Gly Lys Thr Tyr Arg Asn Glu Cys Ala 

130 135 140 

Leu Leu Lys Ala Arg Cys Lys Glu Gin Pro Glu Leu Glu Val Gin Tyr 
145 150 155 160 

Gin Gly Arg Cys Lys Lys Thr Cys Arg Asp Val Phe Cys Pro Gly Ser 
165 170 175 
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Ser Thr 


Cys 


Val 


Val 


Asp 


Gin 


Thr 


Asn 


Asn 


Ala 


Tyr 


Cys 


Val 


Thr 


Cys 






180 










185 










190 






Asn Arg 


He 


Cys 


Pro 


Glu 


Pro 


Ala 


Ser 


Ser 


Glu 


Gin 


Tyr 


Leu 


Cys Gly 




195 










200 










205 








Asn Asp 


Gly Val 


Thr 


Tyr 


Ser 


Ser 


Ala 


Cys 


His 


Leu 


Arg 


Lys 


Ala 


Thr 


210 










215 










220 










Cys Leu 


Leu Gly Arg 


Ser 


He 


Gly 


Leu 


Ala 


Tyr 


Glu 


Gly 


Lys 


Cys 


He 


225 








230 










235 










240 


Lys Ala 


Lys 


Ser 


Cys 


Glu 


Asp 


He 


Gin 


Cys 


Thr 


Gly 


Gly 


Lys 


Lys 


Cys 








245 










250 










255 




Leu Trp 


Asp 


Phe 


Lys 


Val 


Gly 


Arg 


Gly 


Arg 


Cys 


Ser 


Leu 


Cys 


Asp 


Glu 






260 










265 










270 






Leu Cys 


Pro 


Asp 


Ser 


Lys 


Ser 


Asp 


Glu 


Pro 


Val 


Cys 


Ala 


Ser 


Asp 


Asn 




275 










280 










285 








Ala Thr 


Tyr 


Ala 


Ser 


Glu 


Cys 


Ala 


Met 


Lys 


Glu 


Ala 


Ala 


Cys 


Ser 


Ser 


290 










295 










300 










Gly Val 


Leu 


Leu 


Glu 


Val 


Lys 


His 


Ser 


Gly 


Ser 


Cys 


Asn 








305 








310 










315 












<210> 2 






























<211> 263 




























<212> PRT 




























<213> Homo sapiens 
























<400> 2 


































Gly 


Ala 


Pro 


Gly 


Pro 


Leu 


Trp 


Pro 


Leu 


Pro 


Trp 


Gly Ala 


1 






5 










10 










15 




Leu Ala 


Trp 


Ala 


Val 


Gly 


Phe 


Val 


Ser 


Ser 


Met 


Gly 


Ser 


Gly 


Asn 


Pro 






20 










25 










30 






Ala Pro 


Gly 


Gly 


Val 


Cys 


Trp 


Leu 


Gin 


Gin 


Gly 


Gin 


Glu 


Ala 


Thr 


Cys 




35 










40 










45 








Ser Leu 


Val 


Leu 


Gin 


Thr 


Asp 


Val 


Thr 


Arg 


Ala 


Glu 


Cys 


Cys 


Ala 


Ser 


50 










55 










60 










Gly Asn 


He 


Asp 


Thr 


Ala 


Trp 


Ser 


Asn 


Leu 


Thr 


His 


Pro 


Gly 


Asn 


Lys 


65 








70 










75 










80 


He Asn 


Leu 


Leu 


Gly 


Phe 


Leu 


Gly 


Leu 


Val 


His 


Cys 


Leu 


Pro 


Cys 


Lys 








85 










90 










95 




Asp Ser 


Cys 


Asp 


Gly 


Val 


Glu 


Cys 


Gly 


Pro 


Gly 


Lys 


Ala 


Cys 


Arg 


Met 






100 










105 










110 






Leu Gly 


Gly 


Arg 


Pro 


Arg 


Cys 


Glu 


Cys 


Ala 


Pro 


Asp 


Cys 


Ser 


Gly Leu 




115 










120 










125 








Pro Ala 


Arg 


Leu 


Gin 


Val 


Cys 


Gly 


Ser 


Asp 


Gly 


Ala 


Thr 


Tyr 


Arg 


Asp 


130 










135 










140 










Glu Cys 


Glu 


Leu 


Arg 


Ala 


Ala 


Arg 


Cys 


Arg 


Gly 


His 


Pro 


Asp 


Leu 


Ser 


145 








150 










155 










160 


Val Met 


Tyr 


Arg 


Gly 


Arg 


Cys 


Arg 


Lys 


Ser 


Cys 


Glu 


His 


Val 


Val 


Cys 








165 










170 










175 




Pro Arg 


Pro 


Gin 


Ser 


Cys 


Val 


Val 


Asp 


Gin 


Thr 


Gly 


Ser 


Ala 


His 


Cys 






180 










185 










190 






Val Val 


Cys 


Arg 


Ala 


Ala 


Pro 


Cys 


Pro 


Val 


Pro 


Ser 


Ser 


Pro 


Gly Gin 




195 




























Glu Leu 


Cys 


Gly 


Asn 


Asn 


Asn 


Val 


Thr 


Tyr 


He 


Ser 


Ser 


Cys 


His 


Met 


210 










215 










220 










Arg Gin 


Ala 


Thr 


Cys 


Phe 


Leu 


Gly 


Arg 


Ser 


He 


Gly 


Val 


Arg 


His 


Ala 


225 








230 










235 










240 


Gly Ser 


Cys 


Ala 


Gly 


Thr 


Pro 


Glu 


Glu 


Pro 


Pro 


Gly 


Gly 


Glu 


Ser 


Ala 
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245 

Glu Glu Glu Glu Asn Phe Val 
260 



250 



255 



<210> 3 

<211> 1633 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (237) . . . (1517) 
<400> 3 

tgctccctga cagccacaaa cctacagcac 
aaacttcaca gaaaactttt tgttcttgtt 
aaaaaaacac caaaaaaaaa aataaaaaaa 
ggggaggaaa agcagggcct tttaaaaagg 



tgactgcatt cagagaggaa cctgcaaaca 60 
ccagagaatt tgctgaagag gagaaggaaa 12 0 
tccacacaca caaaaaacct gcgcgtgagg 180 
caatcacaac aacttttgct gccagg atg 239 
Met 



ccc ttg ctt tgg ctg aga gga ttt ctg ttg gca agt tgc tgg att ata 287 
Pro Leu Leu Trp Leu Arg Gly Phe Leu Leu Ala Ser Cys Trp He He 



gtg agg agt tec ccc acc cca gga tec gag ggg cac age gcg gec ccc 
Val Arg Ser Ser Pro Thr Pro Gly Ser Glu Gly His Ser Ala Ala Pro 



gac tgt ccg tec tgt gcg ctg gec gee etc cca aag gat gta ccc aac 383 
Asp Cys Pro Ser Cys Ala Leu Ala Ala Leu Pro Lys Asp Val Pro Asn 



tct cag cca gag atg gtg gag gee gtc aag aag cac att tta aac atg 
Ser Gin Pro Glu Met Val Glu Ala Val Lys Lys His He Leu Asn Met 



ctg cac ttg aag aag aga ccc gat gtc acc cag ccg gta ccc aag gcg 4 79 
Leu His Leu Lys Lys Arg Pro Asp Val Thr Gin Pro Val Pro Lys Ala 
70 75 80 

gcg ctt ctg aac gcg ate aga aag ctt cat gtg ggc aaa gtc ggg gag 52 7 
Ala Leu Leu Asn Ala He Arg Lys Leu His Val Gly Lys Val Gly Glu 



aac ggg tat gtg gag ata gag gat gac att gga agg agg gca gaa atg 57 5 

Asn Gly Tyr Val Glu He Glu Asp Asp He Gly Arg Arg Ala Glu Met 
100 105 110 

aat gaa ctt atg gag cag acc teg gag ate ate acg ttt gee gag tea 623 

Asn Glu Leu Met Glu Gin Thr Ser Glu He He Thr Phe Ala Glu Ser 
115 120 125 

gga aca gec agg aag acg ctg cac ttc gag att tec aag gaa ggc agt 671 

Gly Thr Ala Arg Lys Thr Leu His Phe Glu He Ser Lys Glu Gly Ser 

130 135 140 145 
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gac ctg tea gtg gtg gag cgt gca gaa gtc tgg etc ttc eta aaa gtc 
Asp Leu Ser Val Val Glu Arg Ala Glu Val Trp Leu Phe Leu Lys Val 
150 155 160 

ccc aag gee aac agg ace agg ace aaa gtc acc ate cgc etc ttc cag 
Pro Lys Ala Asn Arg Thr Arg Thr Lys Val Thr lie Arg Leu Phe Gin 
165 170 175 

cag cag aag cac ccg cag ggc age ttg gac aca ggg gaa gag gee gag 
Gin Gin Lys His Pro Gin Gly Ser Leu Asp Thr Gly Glu Glu Ala Glu 
180 185 190 

gaa gtg ggc tta aag ggg gag agg agt gaa ctg ttg etc tct gaa aaa 
Glu Val Gly Leu Lys Gly Glu Arg Ser Glu Leu Leu Leu Ser Glu Lys 
195 200 205 

gta gta gac get egg aag age acc tgg cat gtc ttc cct gtc tec age 
Val Val Asp Ala Arg Lys Ser Thr Trp His Val Phe Pro Val Ser Ser 
210 215 220 225 

age ate cag egg ttg ctg gac cag ggc aag age tec ctg gac gtt egg 
Ser lie Gin Arg Leu Leu Asp Gin Gly Lys Ser Ser Leu Asp Val Arg 
230 235 240 

att gee tgt gag cag tgc cag gag agt ggc gee age ttg gtt etc ctg 
lie Ala Cys Glu Gin Cys Gin Glu Ser Gly Ala Ser Leu Val Leu Leu 
245 250 255 

ggc aag aag aag aag aaa gaa gag gag ggg gaa ggg aaa aag aag ggc 
Gly Lys Lys Lys Lys Lys Glu Glu Glu Gly Glu Gly Lys Lys Lys Gly 
260 265 270 

gga ggt gaa ggt ggg gca gga gca gat gag gaa aag gag cag teg cac 
Gly Gly Glu Gly Gly Ala Gly Ala Asp Glu Glu Lys Glu Gin Ser His 
275 280 285 

aga cct ttc etc atg ctg cag gee egg cag tct gaa gac cac cct cat 
Arg Pro Phe Leu Met Leu Gin Ala Arg Gin Ser Glu Asp His Pro His 
290 295 300 305 

cgc egg cgt egg egg ggc ttg gag tgt gat ggc aag gtc aac ate tgc 
Arg Arg Arg Arg Arg Gly Leu Glu Cys Asp Gly Lys Val Asn lie Cys 
310 315 320 

tgt aag aaa cag ttc ttt gtc agt ttc aag gac ate ggc tgg aat gac 
Cys Lys Lys Gin Phe Phe Val Ser Phe Lys Asp lie Gly Trp Asn Asp 
325 330 335 

tgg ate att get ccc tct ggc tat cat gee aac tac tgc gag ggt gag 
Trp lie lie Ala Pro Ser Gly Tyr His Ala Asn Tyr Cys Glu Gly Glu 
340 345 350 

tgc ccg age cat ata gca ggc acg tec ggg tec tea ctg tec ttc cac 
Cys Pro Ser His lie Ala Gly Thr Ser Gly Ser Ser Leu Ser Phe His 
355 360 365 
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tea aca gtc ate aac cac tac cgc atg egg ggc cat age ccc ttt gec 13 91 
Ser Thr Val He Asn His Tyr Arg Met Arg Gly His Ser Pro Phe Ala 
370 375 380 385 



aac etc aaa teg tgc tgt gtg ccc ace aag ctg aga ccc atg tec atg 
Asn Leu Lys Ser Cys Cys Val Pro Thr Lys Leu Arg Pro Met Ser Met 
390 395 400 



ttg tac tat gat gat ggt caa aac ate ate aaa aag gac att cag aac 
Leu Tyr Tyr Asp Asp Gly Gin Asn He He Lys Lys Asp He Gin Asn 
405 410 415 



atg ate gtg gag gag tgt ggg tgc tea tag agttgcccag cccaggggga 153 7 

Met He Val Glu Glu Cys Gly Cys Ser * 
420 425 

aagggagcaa gagttgtcca gagaagacag tggcaaaatg aagaaatttt taaggtttct 1597 
gagttaacca gaaaaataga aattaaaaac aaaaca 1633 

<210> 4 
<211> 426 
<212> PRT 

<213> Homo sapiens 



<400> 4 



Met 


Pro 


Leu 


Leu 


Trp 


Leu 


Arg 


Gly Phe 


Leu 


Leu 


Ala 


Ser 


Cys 


Trp 


He 


1 








5 








10 










15 




He 


Val 


Arg 


Ser 


Ser 


Pro 


Thr 


Pro Gly 


Ser 


Glu 


Gly 


His 


Ser 


Ala 


Ala 








20 








25 










30 






Pro 


Asp 


Cys 


Pro 


Ser 


Cys 


Ala 


Leu Ala 


Ala 


Leu 


Pro 


Lys 


Asp 


Val 


Pro 






35 










40 








45 








Asn 


Ser 


Gin 


Pro 


Glu 


Met 


Val 


Glu Ala 


Val 


Lys 


Lys 


His 


He 


Leu 


Asn 




50 










55 








60 










Met 


Leu 


His 


Leu 


Lys 


Lys 


Arg 


Pro Asp 


Val 


Thr 


Gin 


Pro 


Val 


Pro 


Lys 


65 










70 








75 










80 


Ala 


Ala 


Leu 


Leu 


Asn 


Ala 


He 


Arg Lys 


Leu 


His 


Val 


Gly 


Lys 


Val 


Gly 










85 








90 










95 




Glu 


Asn 


Gly 


Tyr 


Val 


Glu 


He 


Glu Asp 


Asp 


He 


Gly 


Arg 


Arg 


Ala 


Glu 








100 








105 










110 






Met 


Asn 


Glu 


Leu 


Met 


Glu 


Gin 


Thr Ser 


Glu 


He 


He 


Thr 


Phe 


Ala 


Glu 






115 










120 








125 








Ser Gly 


Thr 


Ala 


Arg 


Lys 


Thr 


Leu His 


Phe 


Glu 


He 


Ser 


Lys 


Glu 


Gly 




130 










135 








140 










Ser Asp 


Leu 


Ser 


Val 


Val 


Glu 


Arg Ala 


Glu 


Val 


Trp 


Leu 


Phe 


Leu 


Lys 


145 










150 








155 










160 


Val 


Pro 


Lys 


Ala 


Asn 


Arg 


Thr 


Arg Thr 


Lys 


Val 


Thr 


He 


Arg 


Leu 


Phe 










165 








170 










175 




Gin 


Gin 


Gin 


Lys 


His 


Pro 


Gin 


Gly Ser 


Leu 


Asp 


Thr 


Gly 


Glu 


Glu 


Ala 








180 








185 










190 






Glu 


Glu 


Val 


Gly 


Leu 


Lys 


Gly 


Glu Arg 


Ser 


Glu 


Leu 


Leu 


Leu 


Ser 


Glu 






195 










200 








205 








Lys 


Val 


Val 


Asp 


Ala 


Arg 


Lys 


Ser Thr 


Trp 


His 


Val 


Phe 


Pro 


Val 


Ser 




210 










215 








220 










Ser 


Ser 


He 


Gin 


Arg 


Leu 


Leu 


Asp Gin 


Gly 


Lys 


Ser 


Ser 


Leu 


Asp 


Val 


225 










230 








235 










240 


Arg 


He 


Ala 


Cys 


Glu 


Gin 


Cys 


Gin Glu 


Ser 


Gly 


Ala 


Ser 


Leu 


Val 


Leu 








245 








250 










255 
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Leu 


Gly 


Lys 


Lys 

260 


Lys 


Lys Lys Glu Glu 
265 


Glu 


Gly 


Glu 


Gly 


Lys 
270 


Lys 


Lys 


Gly Gly 


Gly 


Glu 


Gly 


Gly Ala Gly Ala 


Asp 


Glu 


Glu 


Lys 


Glu 


Gin 


Ser 






275 






280 








285 








His 


Arg 
290 


Pro 


Phe 


Leu 


Met Leu Gin Ala 
295 


Arg 


Gin 


Ser 
300 


Glu 


Asp 


His 


Pro 


His 


Arg 


Arg 


Arg 


Arg 


Arg Gly Leu Glu 


Cys 


Asp 


Gly 


Lys 


Val 


Asn 


He 


305 










310 




315 










320 


Cys 


Cys 


Lys 


Lys 


Gin 
325 


Phe Phe Val Ser 


Phe 
330 


Lys 


Asp 


He 


Gly 


Trp 
335 


Asn 


Asp 


Trp 


He 


He 
340 


Ala 


Pro Ser Gly Tyr 
345 


His 


Ala 


Asn 


Tyr 


Cys 
350 


Glu 


Gly 


Glu 


Cys 


Pro 
355 


Ser 


His 


He Ala Gly Thr 
360 


Ser 


Gly 


Ser 


Ser 
365 


Leu 


Ser 


Phe 


His 


Ser 
370 


Thr 


Val 


He 


Asn His Tyr Arg 
375 


Met 


Arg 


Gly 
380 


His 


Ser 


Pro 


Phe 


Ala 


Asn 


Leu 


Lys 


Ser 


Cys Cys Val Pro 


Thr 


Lys 


Leu 


Arg 


Pro 


Met 


Ser 


385 










390 




395 










400 


Met 


Leu 


Tyr 


Tyr 


Asp 
405 


Asp Gly Gin Asn 


He 
410 


He 


Lys 


Lys 


Asp 


He 
415 


Gin 


Asn 


Met 


He 


Val 
420 


Glu 


Glu Cys Gly Cys 
425 


Ser 















<210> 5 

<211> 1966 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . . (1064) 

<400> 5 

cc tgt acg teg tgc ggc ggc ttc egg egg cca gag gag etc ggc cga 47 
Cys Thr Ser Cys Gly Gly Phe Arg Arg Pro Glu Glu Leu Gly Arg 
15 10 15 

gtg gac ggc gac ttc ctg gag gcg gtg aag egg cac ate ttg age cgc 95 
Val Asp Gly Asp Phe Leu Glu Ala Val Lys Arg His He Leu Ser Arg 
20 25 30 

ctg cag atg egg ggc egg ccc aac ate acg cac gec gtg cct aag gee 14 3 
Leu Gin Met Arg Gly Arg Pro Asn He Thr His Ala Val Pro Lys Ala 
35 40 45 

gec atg gtc acg gec ctg cgc aag ctg cac gcg ggc aag gtg cgc gag 191 
Ala Met Val Thr Ala Leu Arg Lys Leu His Ala Gly Lys Val Arg Glu 
50 55 60 

gac ggc cgc gtg gag ate ccg cac etc gac ggc cac gee age ccg ggc 239 
Asp Gly Arg Val Glu He Pro His Leu Asp Gly His Ala Ser Pro Gly 
65 70 75 

gee gac ggc cag gag cgc gtt tec gaa ate ate age ttc gec gag aca 287 
Ala Asp Gly Gin Glu Arg Val Ser Glu He lie Ser Phe Ala Glu Thr 
80 85 90 95 
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gat ggc etc gec tec tec egg gtc cgc eta tac ttc ttc ate tec aac 
Asp Gly Leu Ala Ser Ser Arg Val Arg Leu Tyr Phe Phe lie Ser Asn 
100 105 110 

gaa ggc aac cag aac ctg ttt gtg gtc cag gec age ctg tgg ctt tac 
Glu Gly Asn Gin Asn Leu Phe Val Val Gin Ala Ser Leu Trp Leu Tyr 
115 120 125 

ctg aaa etc ctg ccc tac gtc ctg gag aag ggc age egg egg aag gtg 
Leu Lys Leu Leu Pro Tyr Val Leu Glu Lys Gly Ser Arg Arg Lys Val 
130 135 140 

egg gtc aaa gtg tac ttc cag gag cag ggc cac ggt gac agg tgg aac 
Arg Val Lys Val Tyr Phe Gin Glu Gin Gly His Gly Asp Arg Trp Asn 
145 150 155 

atg gtg gag aag agg gtg gac etc aag cgc age ggc tgg cat ace ttc 
Met Val Glu Lys Arg Val Asp Leu Lys Arg Ser Gly Trp His Thr Phe 
160 165 170 175 

cca etc acg gag gee ate cag gec ttg ttt gag egg ggc gag egg cga 
Pro Leu Thr Glu Ala lie Gin Ala Leu Phe Glu Arg Gly Glu Arg Arg 
180 185 190 

etc aac eta gac gtg cag tgt gac age tgc cag gag ctg gee gtg gtg 
Leu Asn Leu Asp Val Gin Cys Asp Ser Cys Gin Glu Leu Ala Val Val 
195 200 205 

ccg gtg ttc gtg gac cca ggc gaa gag teg cac egg ccc ttt gtg gtg 
Pro Val Phe Val Asp Pro Gly Glu Glu Ser His Arg Pro Phe Val Val 
210 215 220 

gtg cag get egg ctg ggc gac age agg cac cgc att cgc aag cga ggc 
Val Gin Ala Arg Leu Gly Asp Ser Arg His Arg lie Arg Lys Arg Gly 
225 230 235 

ctg gag tgc gat ggc egg ace aac etc tgt tgc agg caa cag ttc ttc 
Leu Glu Cys Asp Gly Arg Thr Asn Leu Cys Cys Arg Gin Gin Phe Phe 
240 245 250 255 

att gac ttc cgc etc ate ggc tgg aac gac tgg ate ata gca ccc ace 
He Asp Phe Arg Leu He Gly Trp Asn Asp Trp He He Ala Pro Thr 
260 265 270 

ggc tac tac ggg aac tac tgt gag ggc age tgc cca gee tac ctg gca 
Gly Tyr Tyr Gly Asn Tyr Cys Glu Gly Ser Cys Pro Ala Tyr Leu Ala 
275 280 285 

ggg gtc ccc ggc tct gec tec tec ttc cac acg get gtg gtg aac cag 
Gly Val Pro Gly Ser Ala Ser Ser Phe His Thr Ala Val Val Asn Gin 
290 295 300 

tac cgc atg egg ggt ctg aac ccc ggc acg gtg aac tec tgc tgc att 
Tyr Arg Met Arg Gly Leu Asn Pro Gly Thr Val Asn Ser Cys Cys He 
305 310 315 



815 
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ccc acc aag ctg age acc atg tec atg ctg tac ttc gat gat gag tac 1007 
Pro Thr Lys Leu Ser Thr Met Ser Met Leu Tyr Phe Asp Asp Glu Tyr 
320 325 330 335 

aac ate gtc aag egg gac gtg ccc aac atg att gtg gag gag tgc ggc 1055 
Asn lie Val Lys Arg Asp Val Pro Asn Met lie Val Glu Glu Cys Gly 
340 345 350 

tgc gec tga cagtgeaagg caggggcacg gtggtggggc aeggagggea 1104 
Cys Ala * 



gtcccgggtg ggcttcttcc agcccccgcg ggaacggggt acacggtggg ctgagtacag 1164 
tcattctgtt gggctgtgga gatagtgeca gggtgcggcc tgagatattt ttctacagct 1224 
tcatagagca accagtcaaa accagagega gaaccctcaa ctgacatgaa atactttaaa 1284 
atgcacacgt agccacgcac agccagacgc atcctgccac ccacacagca gcctccagga 1344 
taccagcaaa tggatgcggt gacaaatggc agcttagcta caaatgectg teagteggag 14 04 
agaatggggt gagcagccac cattccacca gctggcccgg ccacgtctcg aagttgcgcc 14 64 
ttcccgagca cacataaaag cacaaagaca gagaegcaga gagagagaga gagecaegga 1524 
gaggaaaagc agatgeaggg gtggggagcg cagctcggcg gaggctgegt gtgccccgtg 1584 
gcttttacca ggcctgctct gcctggctcg atgtctgctt cttcccagcc tgggatcctt 1644 
cgtgcttcaa ggcctgggga gcctgtcctt ccatgccctt gtcgagggaa agagacccag 1704 
aaaggacaca acccgtcaga gacctgggag caggggcaat gaccgtttga ctgtttgtgg 1764 
cttgggcctc tgacatgact tatgtgtgtg tgtgtttttg gggtggggag ggagggagag 1824 
aagagggggc taaatttgat gctttaactg atctccaaca gttgacaggt catccttgcc 1884 
agttgtataa ctgaaaaagg acttttctac caggtatgac cttttaagtg aaaatctgaa 1944 
ttgttctaaa tgaaaagaaa aa 1966 

<210> 6 
<211> 353 
<212> PRT 

<213> Homo sapiens 



<400> 6 



Cys Thr 


Ser 


Cys 


Gly 


Gly 


Phe 


Arg 


Arg 


Pro 


Glu 


Glu 


Leu 


Gly 


Arg 


Val 


1 






5 










10 










15 




Asp Gly 


Asp 


Phe 
20 


Leu 


Glu 


Ala 


Val 


Lys 
25 


Arg 


His 


He 


Leu 


Ser 
30 


Arg 


Leu 


Gin Met 


Arg 
35 


Gly 


Arg 


Pro 


Asn 


He 
40 


Thr 


His 


Ala 


Val 


Pro 
45 


Lys 


Ala 


Ala 


Met Val 


Thr 


Ala 


Leu 


Arg 


Lys 


Leu 


His 


Ala 


Gly 


Lys 


Val 


Arg 


Glu 


Asp 


50 










55 










60 










Gly Arg 


Val 


Glu 


lie 


Pro 


His 


Leu 


Asp 


Gly 


His 


Ala 


Ser 


Pro 


Gly 


Ala 


65 








70 










75 










80 


Asp Gly 


Gin 


Glu 


Arg 
85 


Val 


Ser 


Glu 


He 


He 
90 


Ser 


Phe 


Ala 


Glu 


Thr 
95 


Asp 


Gly Leu 


Ala 


Ser 
100 


Ser 


Arg 


Val 


Arg 


Leu 
105 


Tyr 


Phe 


Phe 


He 


Ser 
110 


Asn 


Glu 


Gly Asn 


Gin 

115 


Asn 


Leu 


Phe 


Val 


Val 

120 


Gin 


Ala 


Ser 


Leu 


Trp 

125 


Leu 


Tyr 


Leu 


Lys Leu 


Leu 


Pro 


Tyr 


Val 


Leu 


Glu 


Lys 


Gly 


Ser 


Arg 


Arg 


Lys 


Val 


Arg 


130 










135 










140 










Val Lys 


Val 


Tyr 


Phe 


Gin 


Glu 


Gin 


Gly 


His 


Gly 


Asp 


Arg 


Trp 


Asn 


Met 


145 








150 










155 










160 


Val Glu 


Lys 


Arg 


Val 
165 


Asp 


Leu 


Lys 


Arg 


Ser 
170 


Gly 


Trp 


His 


Thr 


Phe 
175 


Pro 


Leu Thr 


Glu 


Ala 


lie 


Gin 


Ala 


Leu 


Phe 


Glu 


Arg 


Gly 


Glu 


Arg 


Arg 


Leu 
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Asn 


Leu 


Asp 


Val Gin Cys Asp Ser Cys Gin 


Glu 


Leu 


Ala 


Val 


Val 


Pro 






195 


200 






205 








Val 


Phe 


Val 


Asp Pro Gly Glu Glu Ser His Arg 


Pro 


Phe 


Val 


Val 


Val 




210 




215 




220 










Gin 


Ala 


Arg 


Leu Gly Asp Ser Arg His Arg He Arg Lys Arg 


Gly 


Leu 


22 5 






230 


235 










240 


Glu 


Cys 


Asp 


Gly Arg Thr Asn Leu Cys Cys 


Arg 


Gin 


Gin 


Phe 


Phe 


He 








245 250 










255 




Asp 


Phe 


Arg 


Leu He Gly Trp Asn Asp Trp 


He 


He 


Ala 


Pro 


Thr 


Gly 








260 265 








270 






Tyr 


Tyr 


Gly 


Asn Tyr Cys Glu Gly Ser Cys 


Pro 


Ala 


Tyr Leu 


Ala 


Gly 






275 


280 






285 














Ser Ala Ser Ser Phe His Thr 


Ala 


Val 


Val 


Asn 


Gin 


Tyr 




290 




295 




300 










Arg 


Met 


Arg 


Gly Leu Asn Pro Gly Thr Val 


Asn 


Ser 


Cys 


Cys 


He 


Pro 


305 






310 


315 










320 


Thr 


Lys 


Leu 


Ser Thr Met Ser Met Leu Tyr 


Phe 


Asp 


Asp 


Glu 


Tyr 


Asn 








325 330 










335 




He 


Val 


Lys 


Arg Asp Val Pro Asn Met He 


Val 


Glu 


Glu 


Cys 


Gly 


Cys 



340 345 350 
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